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Center Resources & Collaborative Opportunities

Problem Driven Methodology

• HitWalker2 Prioritization Framework

• Cancer Targetome

• Modeling Tools integrated w/ Reactome

Knowledgebase

Biospecimen Resources

• Primary AML patient samples 

(prospective and banked)

• Xenografted AML patient sample material

• Novel drug-resistant cell lines

Cutting-Edge Technical Expertise

• CRISPR-Cas screening capabilities 

(genome-wide and custom sgRNA

panels)

• CyTOF panels as well as technical and 

computational expertise with CyTOF data

• Small-molecule libraries and drug 

screening capabilities

• Imaging-based assay for synergy of 

small-molecule + immune checkpoint 

drug pairs


