3DSlicer Pathology and FeatureScape for Linked Radiology/Pathology Image Analysis Competitions
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3D SlicerPathology flow diagram for segmentation optimization Support for Combined Radiology/Pathology Image Analysis Challenges and Studies

Collaboration between the Saltz and Kalpathy-Cramer labs to organize, in close coordination with the NCI, combined
Radiology/Pathology Challenge at MICCAI 2015. Challenge was supported by the could-based infrastructure developed
3D Slicer Pathology by the Kalpathy-Cramer lab and results comparison tools developed by the Saltz lab.

SlicerPathology components and dependencies

OpenCV - computer vision library

ITK - image segmentation and registration toolkit o
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Community building

3D Slicer user and developer lists are available to support
SlicerPathology and SlicerOpenCV community

NA-MIC Project week twice a year (Summer and Winter)

10+ years of community engagement
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Winter 2016 event: 77 parficipants Gy
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SlicerPathology team participated in the Winter 2016 Project week e tartal Iit

MICCAl-endorsed event

Join us for the next project week! | | micea '. el




	3DSlicer Pathology and FeatureScape for Linked Radiology/Pathology Image Analysis Competitions

